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êng

˅in( ,

t˅

l̂.
t˅[lsi lioe

T3dl seu

Tf

The

T etaboli me

Tnd Transcriptome

Te seal s

RCtcasio

Rn(o

Rhe

R et hdl gpcu

Rf

R1arenps

Riol sohenir

Rn

Quinoa

Qeedl

Ql

Qe ali ng

Qevelopment[ l

Qe[ lsncJ].

T etabolites

T

T0220

0 T. �ttps�

�� �S �V �

�W �W �S �@8 �� �V �H �W �D �E �R ��

�� �� �W

K

˄

ˇ

（

ˇ⬀nsi l

ǔ
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